Information and predictability of epidemic spreading processes in temporal networks
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Abstract

We investigate how the information about contacts affect the accuracy and predictability of disease

spreading simulations in empirical social networks. We find that temporal structures seem more

important than topological, for these networks
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To model the spreading of infectious dis-
eases in a population, one needs two
components—a compartmental model and a
model for the contact patterns. The former
specifies the different states an individual
can have with respect to the disease and the
transition rules between these states. The
latter specifies how people meet (in such a
way that the disease can spread). Much of
the recent research in theoretical epidemiol-
ogy has been focusing on the role of the
structure of the contact patterns. It has been
shown that modeling contact structures as a

of contact information. Our main finding is
that adding temporal information makes the
biggest difference to both accuracy and pre-
dictability.
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